Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

e
o

SB2B mad12

162

142 574150149
23®37

29 293055 005 a6

6766

227

235

2231220

12p8 125102

T T T
2 5 10

T
20

T
50

T T T
100 200 500

Median Reads per Gene

SB2B rho(operons)

0.2 0.4

T
0.6

T T
0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

SB2B rhol2

105 72
12
i
223
I I I I
0.0 0.2 0.4 0.6
Median abs. diff.(1st half, 2nd half)
SB2B GC effects
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

4/15/2013 SB2B_ML5_setl mad12

15

12

31 29

9
1@?%5121%
&

10

T T T T
20 50 100 200

Median Reads per Gene

4/15/2013 SB2B_ML5_setl rho(operons)

500

0.0

T T T T
0.2 0.4 0.6 0.8

| rho(adj. genes on diff. strands) |

1.0

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

4/15/2013 SB2B_ML5_setl rhol2

&
%6

-8B 30
19 -
12
%
15 !
I I I I
0.0 0.2 0.4 0.6
Median abs. diff.(1st half, 2nd half)
4/15/2013 SB2B_ML5_setl GC effects
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

3/25/2013 SB2B_ML5_setl mad12

38 40 498245943  488%7
T T T
300 350 400
Median Reads per Gene
3/25/2013 SB2B_ML5_setl rho(operons)
486
45
4289
6
T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

3/25/2013 SB2B_ML5_setl rhol2

%

P

0.0

3/25/2013 SB2B_ML5_setl GC effects

T T
0.2 0.4

T
0.6

Median abs. diff.(1st half, 2nd half)

i
4@%%3

0.0

0.2

T T
0.4 0.6

| cor(gene GC, fitness) |

0.8

1.0




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

3/25/2013 SB2B_ML5_set2 mad12

3/25/2013 SB2B_ML5_set2 rhol2

e |
—
[ce)
©
=
©
< o
g2 o7
N
=
k7 < | 5@7
- o
<1
=
57 60 529 b8 = 56 55 s 53
o
S
T T T T T T T T T T
360 380 400 420 440 460 0.0 0.2 0.4 0.6
Median Reads per Gene Median abs. diff.(1st half, 2nd half)
3/25/2013 SB2B_ML5_set2 rho(operons) 3/25/2013 SB2B_ML5_set2 GC effects
e |
—
[ce)
T S |
=}
c
g
®
: ©
£ 84
c
o
%]
S <
587 5 o7
._c_;.
)
o
£ o
5%5 e
5 5
o | Y
o
T T T T T T T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0 0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) | | cor(gene GC, fitness) |




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

4/15/2013 SB2B_ML5_set2 mad12

72
67 89
75
%5 65 g9
76 g8 05
867688
I I I I I I
10 20 50 100 200 500
Median Reads per Gene
4/15/2013 SB2B_ML5_set2 rho(operons)
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

4/15/2013 SB2B_ML5_set2 rhol2

786
8 & 72
89
67
75
I I I I
0.0 0.2 0.4 0.6
Median abs. diff.(1st half, 2nd half)
4/15/2013 SB2B_ML5_set2 GC effects
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

4/24/2013 SB2B_ML5_set3 madl12

4/24/2013 SB2B_ML5_set3 rhol2

122 125 102 S A
105 Q-
1
I =
112 < o
— > |
. 100 132 & °
! 124 120 =
<
113 iz g- — 120
lﬁg 27 12409 106 g e 112
12 119,, 104 11807 =
111 114 %o 10411 124
* 110 1% 192 105
103 136 131135 130116 g
128 1%
o
S
T T T T T T T T T
200 300 400 500 600 0.0 0.2 0.4 0.6
Median Reads per Gene Median abs. diff.(1st half, 2nd half)
4/24/2013 SB2B_ML5_set3 rho(operons) 4/24/2013 SB2B_ML5_set3 GC effects
e |
—
CD -
@ O
©
c
g
®
: o
s 24
c
o
%]
S <
& o 7]
._C_;.
&
o
£ o
g
115
o | H
o
T T T T T T T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0 0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

| cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

7/26/2013 SB2B_ML5_set3 mad12

142
143
141
I I I I I I I
5 10 20 50 100 200 500
Median Reads per Gene
7/26/2013 SB2B_ML5_set3 rho(operons)
141
143
142
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

7/26/2013 SB2B_ML5_set3 rhol2

141

143

142

0.0

T T
0.2 0.4

0.6

Median abs. diff.(1st half, 2nd half)

7/26/2013 SB2B_ML5_set3 GC effects

148

0.0

0.2

T T
0.4 0.6

| cor(gene GC, fitness) |

0.8

1.0




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

7/26/2013 SB2B_ML5_set4 mad12

166
175150149
14
162 180 71 179 1re
146
183 151
154147
15 4174
I I I I I I I I
1 5 10 20 50 100 200 500
Median Reads per Gene
7/26/2013 SB2B_ML5_set4 rho(operons)
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

7/26/2013 SB2B_ML5_set4 rhol2

177

176
146

B2 175 166
182 1191
154 148

150
149

0.0

T T
0.2 0.4

0.6

Median abs. diff.(1st half, 2nd half)

7/26/2013 SB2B_ML5_set4 GC effects

T T
0.4 0.6

| cor(gene GC, fitness) |

0.8

1.0




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

7/30/2013 SB2B_ML5_set4 mad12

191 192
I I I I I I I I
420 440 460 480 500 520 540 560
Median Reads per Gene
7/30/2013 SB2B_ML5_set4 rho(operons)
19591
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

7/30/2013 SB2B_ML5_set4 rhol2

H
oo
p=N)

0.0

0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

7/30/2013 SB2B_ML5_set4 GC effects

191
192

0.0

T T T T
0.2 0.4 0.6 0.8

| cor(gene GC, fitness) |

1.0




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

7/30/2013 SB2B_ML5_set5 mad12

208

214

205 198

197

T T T T T T T
5 10 20 50 100 200 500

Median Reads per Gene

7/30/2013 SB2B_ML5_set5 rho(operons)

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

7/30/2013 SB2B_ML5_set5 rhol2

6
288, 208
292
215
198 214
205
T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

7/30/2013 SB2B_ML5_set5 GC effects

%o

197
7 198

0.0

T T T T
0.2 0.4 0.6 0.8

| cor(gene GC, fitness) |

1.0




8/28/2013 SB2B_ML5_set5 mad12 8/28/2013 SB2B_ML5_set5 rhol2

0.6

0.4

Median abs. diff.(1st half, 2nd half)
0.2

0.0

0.8 1.0

0.6

rho(operon pairs)
0.4

0.2

0.0

223 220 218 S -
[ce)
Q-
=
235 &
2 g ] 24P 222
N 224
= 228
236237 227 g
23333 a4 o
222 g 2
219 -
N r
2230239985 c 7 2280 %% 24
229
258
223
o
S
T T T T T T T T T T T
5 10 20 50 100 200 500 0.0 0.2 0.4 0.6
Median Reads per Gene Median abs. diff.(1st half, 2nd half)
8/28/2013 SB2B_ML5_set5 rho(operons) 8/28/2013 SB2B_ML5_set5 GC effects
e
—
[ce)
T S |
©
c
g
®
: o
s 24
5
A :
2227226 §’ 3
235%2 =
©
s g
_ £ o
228 55 S
22%0
223 g
T T T T T T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0 0.0 0.2 0.4 0.6 0.8

| rho(adj. genes on diff. strands) | | cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

10/14/2013 MR1_SB2B_combined_set mad12

0.4

240

0.2

g7

T T T T T
10 20 50 100 200

Median Reads per Gene

10/14/2013 MR1_SB2B_combined_set rho(operons)

1.0

0.8
]

0.6

0.4

247
245

o

0.2

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

10/14/2013 MR1_SB2B_combined_set rho12

245
— 247

242

T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

10/14/2013 MR1_SB2B_combined_set GC effects

247

| # A
T T T T T
0.0 0.2 0.4 0.6 0.8

| cor(gene GC, fitness) |

1.0




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

10/15/2013 MR1_SB2B_combined_set mad12

©
©
<
o
259 256 258
N
A
248
28de7
o
S -
T T T T T T
5 10 20 50 100 200
Median Reads per Gene
10/15/2013 MR1_SB2B_combined_set rho(operons)
e |
i
[ce)
@
©
Q
<
o
gﬁso
N
N | 25852
o
S -
T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

10/15/2013 MR1_SB2B_combined_set rho12

T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

10/15/2013 MR1_SB2B_combined_set GC effects

T T T T T
0.0 0.2 0.4 0.6 0.8

| cor(gene GC, fitness) |

1.0




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

1/14/2015 SB2B_ML5_set7 mad12

2683

| rho(adj. genes on diff. strands) |

260 261
T T T T T T T
330 340 350 360 370 380 390 400
Median Reads per Gene
1/14/2015 SB2B_ML5_set7 rho(operons)
2653861
T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

1/14/2015 SB2B_ML5_set7 rhol2

0.0

0.2 0.4

0.6

Median abs. diff.(1st half, 2nd half)

1/14/2015 SB2B_ML5_set7 GC effects

261

262

0.0

0.2

T T
0.4 0.6

| cor(gene GC, fitness) |

0.8

1.0




